. C. elegans strains and abbreviations. The wild-type mev-1 gene (+) resides on chromosome III. The mev-1(kn1) and mev-1(tm1081) alleles contain a missense mutation or deletion, respectively. The tm1081 allele was homozygous lethal and was maintained as a heterozygote using the hT2 chromosome I;III reciprocal translocation as a balancer. miniSOG was fused to the C-terminus of the wild-type mev-1 gene and inserted on chromosome II using Mos1-mediated single copy insertion (MosSCI). Two variants (active and inactive) of miniSOG were used. The active variant is able to produce ROS in response to light while the inactive variant contains a Cys426 mutation and is not able to produce ROS. All strains were backcrossed to N2 at least 3 times prior to use. All data are mean±SEM. N= 4-6. An "N" is considered an independent trial of 1-5 worms. * adjusted P<0.05; ** adjusted P<0.01 vs no light (2-way ANOVA with Tukey multiple comparisons test). Alleles are abbreviated as outlined in Figure 1 . Table S1 : C. elegans strains and abbreviations. The wild-type mev-1 gene (+) resides on chromosome III. The mev-1(kn1) and mev-1(tm1081) alleles contain a missense mutation or deletion, respectively. The tm1081 allele was homozygous lethal and was maintained as a heterozygote using the hT2 chromosome I;III reciprocal translocation as a balancer. miniSOG was fused to the C-terminus of the wild-type mev-1 gene and inserted on chromosome II using Mos1-mediated single copy insertion (MosSCI). Two variants (active and inactive) of miniSOG were used. The active variant is able to produce ROS in response to light while the inactive variant contains a Cys426 mutation and is not able to produce ROS. All strains were backcrossed to N2 at least 3 times prior to use.
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